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<210> 1 
<211> 540 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Asn Gly Glu Ala lie Cys Ser Ala Leu Pro Thr lie Pro Tyr His 
1 5 ■ 10 15 

Lys Leu Ala Asp Leu Arg Tyr Leu Ser Arg Gly Ala Ser Gly Thr Val 

20 25 30 

Ser Ser Ala Arg His Ala Asp Trp Arg Val Gin Val Ala Val Lys His 
35 40 45 

Leu His lie His Thr Pro Leu Leu Asp Ser Glu Arg Lys Asp Val Leu 
50 55 60 

Arg Glu Ala Glu lie Leu His Lys Ala Arg Phe Ser Tyr lie Phe Pro 
65 70 75 80 

lie Leu Gly lie Cys Asn Glu Pro Glu Phe Leu Gly lie Val Thr Glu 

85 90 95 

Tyr Met Pro Asn Gly Ser Leu Asn Glu Leu Leu His Arg Lys Thr Glu 

100 105 110 



Tyr Pro Asp Val Ala Trp Pro Leu Arg Phe Arg lie Leu His Glu lie 
115 120 125 

Ala Leu Gly Val Asn Tyr Leu His Asn Met Thr Pro Pro Leu Leu His 



130 

His Asp Leu Lys 
1 4 5 

Lys lie Aia Asp 



Gin Ser Arg Ser 

180 

Met Pro Pro Glu 
195 

Lys His Asp lie 
210 

A.rg Lys Gin Pro 
225 

Ser Val Ser Gin 



Tyr Asp lie Pro 

260 

Trp Ala Gin Asn 
275 

Glu Leu Glu Pro 
290 

Ala Val He Gin 
305 

He His Leu Cys 



Val Asn His Gly 

340 

Glu Asn Ser Gly 
355 

Asp Asn Asp Phe 
370 

Leu His His Cys 
385 

Ser Gin Arg Ala 



Ala He He Asn 

420 

Pro Giy He Ala 
435 

Asn Gin Met Thr 
450 

Ser Arg Asp Leu 



Thr Gin Asn He 
150 

Phe Gly Leu Ser 
165 

Ser Lys Ser A.la 



Asn Tyr Glu Pro 

200 

Tyr Ser Tyr Ala 
215 

Phe Glu Asp Val 
230 

Gly His Arg Pro 
245 

His A.rg Ala Arg 



Pro Asp Glu Arg 

280 

Val Leu Arg Thr 

295 

Leu Lys Lys Thr 
310 

Asp Lys Lys Lys 
325 

Pro Gin Glu Glu 



Ser Pro Glu Thr 

360 

Leu Ser Arg Lys 
375 

Pro Gly Asn His 
390 

Ala Phe Cys A.sp 
405 

Pro Leu Ser Thr 



Gin Gin Trp He 

440 

Glu Ala Cys Leu 
455 

He Met Lys Glu 



140 

Leu Leu Asp Asn 
155 

Lys Trp A.rg Met 
170 

Pro Glu Gly Gly 
185 

Gly Gin Lys Ser 



Val He Thr Trp 

220 

Thr Asn Pro Leu 
235 

Val He Asn Glu 
250 

Met He Ser Leu 
265 

Pro Ser Phe Leu 



Phe Glu Glu He 

300 

Lys Leu Gin Ser 
315 

Met Glu Leu Ser 
330 

Ser Cys Gly Ser 

345 

Ser Arg Ser Leu 



Ala Gin Asp Cys 

380 

Ser Trp Asp Ser 
395 

His Lys Thr Thr 
410 

Ala Gly Asn Ser 
4 25 

Gin Ser Lys Arg 



Asn Gin Ser Leu 

460 

Asp Tyr Glu Leu 



Glu Phe His Val 

160 

Met Ser Leu Ser 
175 

Thr He He Tyr 
190 

Arg Ala Ser He 
205 

Glu Val Leu Ser 



Gin He Met Tyr 

240 

Glu Ser Leu Pro 
255 

He Glu Ser Gly 
270 

Lys Cys Leu He 
285 

Thr Phe Leu Glu 



Val Ser Ser Ala 

320 

Leu Asn He Pro 
335 

Ser Gin Leu His 
350 

Pro Ala Pro Gin 
365 

Tyr Phe Met Lys 



Thr He Ser Gly 

400 

Pro Cys Ser Ser 
415 

Glu Arg Leu Gin 
430 

Glu A.sp He Val 
4 45 

Asp Ala Leu Leu 



Val Ser Thr Lys 



2 



4 65 



470 



475 



480 



Pro Thr Arg Thr Ser Lys Vai Arg Gin l.eu Leu A.sp Thr Thr Asp II 

485 490 495 



Gin Gly Glu Glu Phe Ala Lys Val lie Val Gin Lys Leu Lys Asp As 



n 



500 



505 



0 



Lys Gin Met Gly Leu Gin Pro Tyr Pro Glu lie Leu Val Val Ser Arg 
515 520 52" 



5^ 



Ser Pro Ser Leu Asn Leu ±^eu Gin Asn Lys Ser Met 
B30 535 540 



<210> 
< 2 1 1 > 
<212> 
<213> 



2 

2098 

DNA 

Homo 



sapiens 



<400> 2 

ggccattat g 
agct ctggt t 
acctagtgt t 
gcgcctgagc 
ggcctgagcg 
ct accacaaa 
cgcccgccac 
gctgct cgac 
atttagttac 
tactgaat ac 
tgatgttgct 
cctgcacaat 
ggacaa t gaa 
GCt ct cacag 
acct gaaaac 
ct atgcagtt 
tcctt t gcag 
tt tgccat at 
acaaaatcca 
gagaacatut 
acagagtgt t 
cat accrgta 
tagtggtt ct 
t agaaa a g ct 
ggat agcacc 
ct ct t cagca 
t at agcccag 
ct gcctt aac 
tgaact tgt t 
t gacat ccaa 
aatgggt ct t 
act t caaaat 
atat t tat at 
av/wraargkr 
ttaatacaag 



gatggatggg 
cggagaagca 
gcggggcaaa 
gcggcgtggg 
cccgggacca 
ctcgccgacc 
gcagactggc 
agt gaaagaa 
attt t tccaa 
atgccaaatg 
t ggccattga 
atgactcct c 
tttcatgtta 
tcacgaagt a 
tatgaacctg 
a Lcacatggg 
ataatgtat a 
gat atacct G 
gat gaaagac 
gaagagat aa 
tcaagtgcca 
aat catggtc 
cct gaaactt 
caagact gt t 
atttct ggat 
at aataaat G 
cagt ggat cc 
cagt cgct ag 
agt accaagc 
ggagaagaat 
cagcct tacc 
aaaagcatgt 
ct ctgttgct 
cttt sr ktaa 
aaaaagtt g 



cggcgctacg 
gcggctggcg 
aagggtcttg 
agccttggga 
tgaacgggga 
tgcgctacct 
gcgtccaggt 
aggatgtttt 
ttr~ gggaat 
gat cat taaa 
gatt tcgcat 
ctttactt ca 
agattgcaga 
gcaaatctgc 
gacaaaaat c 
aa gttat c 
atat atcaca 

^ ^ 

accgagcacg 
catcttt ctt 
ctttt cttga 
atq 



^ ^ ■ 



rca 



cacaagagga 
c a a CT ctccct 
attttatgaa 
ctcaaagggc 
cactctcaac 
agagcaaaag 
c c ctt ct 
ct acaaggac 
ttgccaaagt 
cggaaatact 
aagtgactgt 
L. ugacu i_tt L- 
atat tagtct 
aattt gaaaa 



gcgtt ggcac 
tgggccat cc 
ccggcct cgc 
gccgccgcag 
ggccat ctgc 
gagccgcggc 
ggccgtgaag 
aagagaagct 
ttgcaatgag 
tgaact ccta 
cct gcatgaa 
t cat gacttg 
ttttggtt t a 
accagaagga 
aagggccagt 
cagaaaacag 
aggacatcga 
tatgatctct 
aaaatgtt t a 
agctgttatt 
t gacaagaag 
atcatgt gga 
gccagct cct 
gctgcat cac 
t gcat tctgt 
t gcaggaaac 
ggaagacatt 
gt ccagggac 
ctcaaaagtc 
tatagt acaa 
t gtggt tt ct 
ttt tcaagaa 
ttatataaaa 
ccct ccatga 
aaaaaaaaaa 



cagtctctag 

ggggaatggg 

tcgtgcaggg 

cagggggcac 

agcgccctgc 

gcct ctggca 

cacc tgcaca 

gaaattttac 

cctgaat ttt 

cataggaaaa 

at tgcccttg 

aagactcaga 

tcaaagt ggc 

gggacaatta 

at caagcacg 

cctttt gaag 

cctgttatta 

ct aat agaaa 

atagaact tg 

cagctaaaga 

aaaatggaat 

tcctct cage 

caagacaat g 

tgtcctggaa 

gat cacaaga 

tcagaacgtc 

gt gaaccaaa 

ttgat catga 

agacaattac 

aaattgaaag 

agat caccat 

gaaatgt gtt 

tccgtgagta 

cactgcagta 

aaaaaaaaaa 



aaaagaagt c 
cgcGct cgt g 
gcgtatctgg 
acccggaacc 
ccaccatt cc 
ct gtgtcgt c 
tccaca ctcc 
acaaagct ag 
tgggaatagt 
ctaaat at cc 
gt gt aaatta 
aTiatcttatt 



gcat gatgt c 
t tt atat gcc 
atatat at ag 
at ctcaccaa 
at gaagaaag 
grggatgggc 
aaccagtttt 
aaacaaagt t 
tat ct ctgaa 
tccatgaaaa 
atttt ttatc 
atcacagttg 
ccact ccatg 
t gcagcctgg 
tgacagaagc 
aagaggacta 
tagacactac 
at aacaaaca 
ctt t aaattt 
t cataaaagg 
ttaaagcttw 
tttttttt aa 
aaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 
960 
1020 

"1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2098 



3 



